The National Heart Lung and Blood Institute is funding an effort to 33 create a molecular atlas of the developing lung (LungMAP) to 34 serve as a research resource and public education tool. The lung is 
The NHLBI Board of External Experts organized the LungMAP initiative 144 to build a molecular atlas of late stage lung development to serve as a 145 platform for discovery research to better understand critical events, 146 including alveologenesis. This atlas would integrate multi-scale7 information of gene expression, 3D cellular structures, and key 148 morphogenesis events to provide detailed molecular anatomy of the 149 developing mouse and human lungs. Figure 2 displays the scope of data 150 types being generated by the Research Centers (RC). The database 151 currently houses data from a variety of experiments across select stages 152 of mouse development (canalicular through alveolar). Similar data in 153 human lung is being generated across the RCs and is now being added 154 to the BREATH database to as we work to establish a comprehensive 155 and extensive bank of mouse and human data. 156
The goals of the LungMAP initiative are to build: 1) a mouse lung atlas 157 from embryonic day 16.5 to postnatal day 28 that integrates gene 158 expression, imaging, and anatomical analysis, 2) a human lung atlas to 159 validate the molecular profile in lung cell types in normal human lungs 160 from gestational week 23 to postnatal year 10, and 3) an integrated, 161 publicly accessible, and expandable database to accommodate existing 162 and newly generated data. 163
The LungMAP consortium consists of a set of research centers, many of 164 which represent multiple institutions with distinguishing expertise, 165 engaged in collaborative activities to better understand the molecular 166 processes that guide lung development, specifically during the stages of 167 alveolar formation and development. This exploration is multi-pronged, LungMAP data with the scientific community and the public. 358
BREATH: LUNGMAP DATA RESOURCE 359
With the exponential growth of omics data, a major challenge of 360 LungMAP is the determination and development of an effective way to 361 integrate and to offer to the community the multiscale information that 362 links anatomical structure and cell types with epigenetic, RNA, protein, 363 lipid, metabolic, signaling, and molecular and cellular interaction data. 364
Of fundamental importance to meet this challenge is the establishment 365 of a database that can receive the complexity of data types generated 366
by LungMAP and allow these data to be linked in myriad ways needed 367 to investigate relationships. The DCC chose to build a triplestore 368 
